A - X + TERMINAL TRANSFERASE 



5' 



O 



SEQ ID NO: 1 

ATCG G ATCC ATTT 



5' SEQ ID NO: 2 3' 

TCGGATCCATTTA-X 



A - X = 
+-H- 



A - X = 
+++- 



A - X = 
-H-t 





o 



5' SEQ "lD NO: 2 3' 

ATCGG ATCCATTTA 



FIgT6A 



y 



5' SEQ ID NO: 3 '3' 

ATCG G ATCC AT 



T - X + TERMINAL TRANSFERASE 

5' 




SEQ ID NO: 4 3' 

ATCG G ATCCATT-X 

X = PEPTIDE: 
AMINOACYL HYDROLASE 
PROTEINASE K 

X = TYROSINE 
TYROSYL-DNA 
PHOSPHODIESTERASE 

X = DISPHOSPHATE-SUGAR: 
NUCLEOTIDE- 
SUGARDIPHOSPHATASE 

X = GLYCOLATE: 
EXONUCLEASE I 

SEQ ID NO: 1 



3' 



O 



ATCGGATCCATTT- (off) 



FIG. 6B 



y 



ACCAGG 



TGGTCC 



0 



+ LIGASE 



O 



5' SEQ ID NO: 1 ' 3' 

ATCG G ATCC ATTT 



TAGCCTAGGTAAAA 

3' SEQ ID NO: 5 



o 



5' SEQ ID NO: 6 3' 

ATCGG ATCCATTTACCAGG 



5' 



TAGCCTAGGTAAATGGTCC ri 

3' SEQ ID NO: 1) 5 

y + ECORH 

5' *SEQ ID NO: 2 3' 

ATCG G ATCCATTTA 



o 



3' 



TAGCCTAGGTAAAT 



SEQ ID NO: 8 



5' 



ACCAGG 



F1GL7 

SEQ ID NO: 9 

flTAACC 

UTCCATTGG 
1. COOL TO ANNEAL 
SEQ ID*NO: 10 2. PURIFY 
ACCAGGriTAACC t 

UTCCATTGG seq id no: 1 o 

ACC AG G ITTAACC 




UTCCATTGG 



T+LIGASE 



+ LIGASE 



O 



5' SEQ ID NO: 11 ' 3' 

ATCG G ATCCA 



TAGCCTAGGTTGG 

3' SEQ ID NO: 12 5 



o 



5' SEQ ID NO: 13 3' 

ATCGG ATCC A A CCAGGriTAACC 

TAGCCTAGGTTGG UTCCATTGG 
3' j 5' 

c HEAT 

5' » SEQ ID NO: 14 3' 

ATCGG ATCCAACCAGG 



O 



\_ 



FI08A 



TAGCCTAGGTTGG 

3* SEQ ID NO: 12 5 
/ 



